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* Plants and Animals are “metagenomic
organisms”

— Co-evolution

e Host-associated microbial cells ~ 10X
number of host cells

— Fitness/Selection
— Heritable

by Gaby D'Allesandro / © AMNH
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The Reptile Microbiome
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Reptile Tree of Life
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e Museum collections

* Next generation phylogenetics
e 1000’s of genes
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Scales of Biodiversity
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